Table S1. Sequence alignments of the 18S rDNA gene of the identified MOTUs of planktonic gastropods. Gaps are indicated by a dash.

MOTUOL - - - - -------------<--<--“- - -‘ - ‘- -‘°‘‘:f- ‘- - --°-/-— GCTCCGACC
MOTUO2 = = = = = = = = & = o o oo oo oL oL GCCAACCAGCTCCGACC
T 1= AGCTCCGACC
MOTUO4 - - - = - - = - = = - - TTTGGATAACTGTGGTAATTCTAGAGCTAATACATGCCAACCAGCTCCGACC
MOTUOS = = = = = = = = = = & = & s o e oo oo oo oo oo Lo ool GCTCCGACC
MOTUO6 - - - = - - = - - = - - TTTGGATAACTGTGGTAATTCTAGAGCTAATACATGGCTACCTGCTCCGACC
MOTUO7 = = = = = = = = = & = m s o e o e oo oo Lol CAGCTCCGACC
MOTUOS = - = = = = = = & = & o oo oo oL oLl GCCAACCAGCTCCGACC
T 1 GCTCCGACC
MOTULO = - = = = = = = & = & o oo oL Lol GCTCCGACC
MOTULL = = = = = & = & o o o o ff oo o e ol ool GCGA--CAGCTC-GACC
MOTUL2 = = = = = & = & o oo o oo oLl GCTCCGACC
T 1T GCCAACCAGCTCCGACC
MOTULA = - = = = & o o o o oo oo e oo oo ool GCGAACCAGCTCCGACC
MOTULS = = = = = & = & o o o o o s o e oo oo oLl AGCTCCGACC
MOTULE = - = = = = = = = @ o oo oo e e oo oo ool GC-A--CAGCTC-GACC
MOTU17 = - - = - - = - - - - TTTTGGATAACTGTGGTAATTCTAGAGCTAATACATGCCGACCAGCTCCGACC
MOTUIB = - = = = = = & o o oo oo oo oo el ool GCCAACCAGCTCCGACC
T 1 CAGCTCCGACC
MOTU20 = - = = = = = @ & o oo m e e e e oo oo e oo ool ACCAGCTCCGACC
MOTU2L = = = = = = = = & s & s m s o e oo oL L oLl CAGCTCCGACC
MOTU22 - - - = = = = - - - - TTTTGGATAACTGTGGTAATTCTAGAGCTAATACATGCTGACCAGCTCCGACC
MOTU23 = - - = - = = - - - - - TTTGGATAACTGTGGTAATTCTAGAGCTAATACATGCCAACCAGCTCCGACC
T 1 AGCTCCGACC
MOTU25 = = = = = = = = & = & o o s o e oo ool L ool GCTCCGACC
MOTU26 = - = = = = = = = & = & e o e oo oo oo oo oo ool AGCTCCGACC
T 17 AGCTCCGACC
MOTU28 = - = = = = = @ o o o oo e e oo oo oo oo e ool AGCTCCGACC
T 17 AGCTCCGACC
MOTU3B0 = = = = = = = = = o @ o m e e e e oo oo oo oo oo ool AGCTCCGACC
MOTUSL = = = = = = = = & = o o o s o e oL oL Lo oLl -
T 1 AGCTCCGACC
T 1 - AGCTCCGACC
T 1 - AGCTCCGACC
MOTU3S = = = = = = = = = & s o e o e oo Lo oo oo ool AGCTCCGACC
MOTU36 = - = = = = = = = = @ = oo e e e oo ool CTCGCA-GCCCCGACCCCCTC- - - - -
T LU -2 GACCCGCTGTCAAG
MOTU38 = - = = = = = o o oo o s oo oo CGTGCGAGCCCCGTTCCTGCCGTCTTTCGGG
T 1 U 1 GCGCGCGAGCCCCGTTCCTGCCGTCTTTCGGG
MOTUAD = - = = = = = @ = o oo o e oo e e ool AGCCCCGACCCCCGC- - - - -
MOTUAL = - = = = = = o o s oo o oo e oL ool AGCCCCGACCCCCGC- - - - -
MOTU42 - TTTGGATAACTGTGGTAATTCTAGAGCTAATACGTGCCTCGCAAGCCCCGACCCCCTC- - - - -
T 1 AGCCTGACCCGCCCCC- - G
MOTUAE = = = = = = o o o oo e e e e e e ool A-GCCCCGACCCCCTC- - - - -
MOTUAS = = = = = = = & o o o oo oo s oL oL o ool AGCCCCGACCCCCTC- - - - -
MOTUAE - - = = = = = = = = = = o oo oo oo oo ool AGCTCCGACCATGGCG
MOTU47 - - - - - TTTGGATAACTGTGGTAATTCTAGAGCTAATACATGCCTCTGAAGCTCCGACCATGGCG
MOTUA8 = - = = = = = o o o oo oo e oo e ool CTGAAGCTCCGACCATGGCG
T 1 TCTGAAGCTCCGACCATGGCG
MOTU50 - - - - - TTTGGATAACTGTGGTAATTCTAGAGCTAATACATGCCTCTGAAGCTCCGACCATGGCG
MOTUSL = = = = = = = = = = & & @ o s oo oo oL oLl AGCTCCGACC
MOTUS2 = = = = = = = @ o o oo e oo e e e e oo oo ool CATCGCAAGCTCCGACC
MOTUS3 = = = = = = = = & = o oo oo oo Lol TCGCAAGCTCCGACC
T 1 CAAGCTCCGACC
MOTUSS = = = = = = = = = = & & @ o s o s oL oo oL oLl AGCTCCGACC
T 1 AGCTCCGACC
MOTUS7 = - - = = = = - - = - TTTGGATAACTGTGGTAATTCTAGAGCTAATACATGCATCGCAAGCTCCGACC
T 1 AGCTCCGACC
T 1 AGCTCTATCC
MOTUBO = - = = = = = = = = @ = @ & e o e oo oo oo o oo oo ool AGCTCTGACC
MOTUBL = = = = = = = = = = = = & & s @ o s n oo oo o Lol AGCTCTGACC
T 1 AGCTCTGACC
MOTUB3 = - = = = = = = = = & & & o s oL oo oLl AGCTCTGACC
MOTUBA = - = = = = = = = & o @ o e o e oo oo o e oo oo ool AGCTCTGACC
MOTU65 TTTTGGATAACTGTGGTAATTCTAGAGCTAATACATGCAACGCACCGTGGTCCCCGTAGTCTTC
MOTU66 - - - = - = = - = = = - = TTGGATAACTGTGGTAATTCTAGAGCTAATACATGCACTTCGGCTCCGACC
MOTUGB7 = = = = = = = = & = & & @ o s o s oo oL oLl TTTCTG- - -
MOTUBB = - = = = = = = = = @ oo oo e o e oo oo ool AGCTCCGACCCTTTCGCG- - -
MOTUBO = - = = = = = = & = = o oo oo oL oL AGCTCCGACCCTCG- - -
MOTU70 = = = = = = = = = s o m e e oo e oo ool AGCTTCGACCCGTCCCTTCGCGGGG

MOTU71 = = = = = = = = = o o oo oo i s i i oo i iili i ool i il AGCTCCGACC
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MOTUO1 CT-TCGGGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGTT-=-~-=--=-------- -

MOTUO2 CC-TCGGGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGCT=-=-~-=----- TCGG- -
MOTUO3 CC-TCGGGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGTT-=-------- TC- - -
MOTUO4 CC-TCGGGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGGT=-~-~-~---- - TCTGC-

MOTUO5 C- - TCGTGGAAA- - GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGCTTC-=-~-=-~+-=-=--+- - - -
MOTUO6 C- - TCGTGGAAA- - GAGCGCTTTTATTAGTT-AAAAACCAGTC--GGGCTTTC-=-~---=-+-- - - -
MOTUO7 T--TCGCGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAGTC--G- - === ===+« - - - -
MOTUO8 TC-TCGGGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGTCT-=-=-=-+-+-=+---- - - -

MOTUO9 C- - TCACGGGAAA- GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGG-=-~-~--~----- TTTCG-
MOTU10 C- - TCACGGGAAA- GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGG-=--------- TTTCG-
MOTU11 C- - CCACGGG- AA- GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGG-C-~-~-+----- cTCcaGgC-
MOTU12 CC-TCACGGGAAA- GAGCGCTTTTATTAGTT-CAAAGCCAGTC--GGG-=--------- TTC- - -
MOTU13 CT-TCGGGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGTC-=-~-~------ TTTC-
MOTU14 CC-TCGGGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGTC-=-~----- - CTTGT -
MOTU15 CC-TCGGGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGTT-=-------- TC- - -
MOTU16 T--C- ACGGG- AA- GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGGC-~-~-~--~- - - TTCGG-
MOTU17 CC-TCGGGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGTT-=--=---------- -
MOTU18 C--TCCCGGGGAA-GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGG-=--~-~------ TTCAC-

MOTU19 CT-TCGGGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGTT-=--=--=-+----- - - -
MOTU20 CC-TCGGGGAAA- - GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGTT=---=-=+------- - - -
MOTU21 CC-TCGGGGAAA-- GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGCC-~-~------ CGT - - -
MOTU22 CC-TCCGGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGTT=---=-=+------- - - -
MOTU23 TT-CCG- GGAAA- - GAGCGCTTTTATTAGTT-CAAAACCAGTC--GGGTT-=--=--~-+----- - - -
MOTU24 C--TCGTGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--GTCGT-CTCGGTGCAAGC -
MOTU25 C- - TCGTGGAAA-- GAGCGCTTTTATTAGTT-CAAAACCAATC--GTCGT-T---CCGTTTC- -

MOTU26 C- - TCGTGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--GTCGT-TTCGCCGTTTC- -
MOTU27 C- - CCGCGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--GCCGGTCGTCCTCTCGGG-
MOTU28 C- - TCGTGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--GCCGG---TCGTCTTCG- -
MOTU29 C- - TTGCGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--GTGGG-TTCGTCGCTTGC -
MOTU30 C--TCGCGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--GCCGG-TTCGCT-CTCG- -
MOTU31 - - - - - - - = - = - = - - - - - - - - - - - - - - - TT-CAAAACCAATC--GCCGG-TTCGCT-CTCG- -
MOTU32 C--CCGGGAAA---GAGCGCTTTTATTAGTT-CAAAACCAATG--GCCGCCAG-~-"-=-=--~-----
MOTU33 C--TCGTGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--GCCGT---TGCCCTTCGC -
MOTU34 C--TTCGGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--GCCGT---C--CGCTCGC-
MOTU35 C--TCGCGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--GTCGT-CTCGGCCTCGGT -
MOTU36 G- - CGGGGGAAG--GGGCGCTTTTATTAGTT- CAAAACCGG-T--GGCGCCGTCGCTCCGGCG-

MOTU37 G- - CGG- - GGAA- - GGGCGCTTTTATTAGTA-CAAGACCGG-C--GTC--CGTGGCGATTCGT -

MOTU38 G- - CGGCGGGAG- - GGGCGCTTTTATTAGCAGCTAGACCGG-C--GTCGTCCCGGCCCTTCGC -
MOTU39 T--CGGCGGGAG--GGGCGCTTTTATTAGCAGCTAGACCGG-C--GTCGTCCCGGCCCTTCGC-
MOTU40 G- - AGGGGGAAG- - GGGTGCTTTTATTAGTT- CAAGACCGG-C--GGCGGCGTTC-CTCACG- -
MOTU41 G- - AGGGGGAAG- - GGGCGCTTTTATTAGTT-CAAAACCGG-C--GGCGTCTCTCGTTCGCGC -
MOTU42 G- - CGGGGGAAG--GGGCGCTTTTATTAGTT-CAAAACCGG-T--GGCGCCGTCGCTCCGGCG-

MOTU43 G- - TGG- - GGAA- - GGGCGCTTTTATTAGTA-CAAGACCGG-C--GTC--CGTTGCGACTCGT -

MOTU44 G- - CGGGGGAAG- - GGGCGCTTTTATTAGTT-CAAAACCGG-T--GGCGCCGTCGCTCCGGCG-
MOTU45 G- - CGGGGGAAG- - GGGCGCTTTTATTAGTT-CAAAGCCAG-C--CCGGCCTCGGCCGGT=- - - -
MOTU46 - - - ACATGGGAA- - GAGCGCTTTTATTAGTT-CAAAACCAATC--GTCGT-~-=-=------ CCG- -
MOTU47 - - - ACATGGGAA- - GAGCGCTTTTATTAGTT-CAAAACCAATC--GTCGT-=-------- CCG- -
MOTU48 - - - ACATGGGAA- - GAGCGCTTTTATTAGTT-CAAAACCAATC--GTCGT-=-~-=------ CCG- -
MOTU49 - - - ACATGGGAA- - GAGCGCTTTTATTAGTT-CAAAACCAATC--GTCGT-=---~----- CCG- -
MOTU50 - - - ACATGGGAA- - GAGCGCTTTTATTAGTT-CAAAACCAATC--GTCGT-=-~-=------ CCG- -
MOTU51 C- - TCGCGGAAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--GTCGTGTTCGCTCTCGGG -
MOTU52 T--TCG- GGAAA- - GAGCGCTTTTATTAGTT- CAAAACCAATC--GTCGG- - - - - TCGTTCGC -
MOTU53 C--TCG- GGAAA- - GAGCGCTTTTATTAGTT-CAAAACCAATC--GTCGG- - - - - TCGTTCGC -
MOTU54 T--TCG- GGAAA- - GAGCGCTTTTATTAGTTACAAAACCAATC--GCCCG- -~ - - TCGTTCGC -
MOTU55 C--TCG- GGAAA- - GAGCGCTTTTATTAGTT-CAAAACCAATC--GCCGT---T--CGCTTGC-
MOTU56 C- - GACGGGAAA- - GAGCGCTTTTATTAGTT- CAAAACCAATC--GCCGT---C--CGCTCGC-
MOTU57 C--TCG- GGAAA- - GAGCGCTTTTATTAGTT-CAAAACCAATC--GCCGG- - - - - TCGTTCGC -
MOTU58 C- -TCG- GGAAA- - GAGCGCTTTTATTAGTT- CAAAACCAATC--GTCGG- - - - - TCGTTCGC -
MOTU59 C- - TTGCGGGATACGGGCGCTTTTATTAGTT-CAAAACCAATG--GTCAGTGGGACGGGGGGTC
MOTU60 - - - TCGCGGGAA- - GAGCGCTTTTATTAGTT-CAAAACCAATC--G--GG-=--------+- CCG- -
MOTU61 - - -TCGCGGGAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--G--GA--------- CCG- -
MOTU62 - - - TCGCGGGAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--G--GG-=--------+- CCG- -
MOTU63 - - -TCGCGGGAA--GAGCGCTTTTATTAGTT-CAAAACCAATC--G--GG-=-------- CCG- -
MOTU64 - - - TCGCGGGAA- - GAGCGCTTTTATTAGTT-CAAAACCAATC--G--GG-=-~------- TCG- -
MOTU65 TCGTCTCGGGGAAACGGCATTTATTCTCTGGACCAGATCGCCCTAGCCTGCGAAGCTACCGTCA
MOTU66 CTTTCCGAGGGGAAGAGCGCATTTATCAGCTTCGAAGCCAGCC--GGG-=--=--=--=-~--- TCGC-
MOTU67 --AGG- - GGAA- - GAGCGCGTTTATCAGTT-CGAAGCCAG-C--~---- - CGAGCC- - - - - GC-
MOTU68 - - - AGG- - GGAA- - GAGCGCGTTTATCAGTT-CGAAGCCAG-C-~-~---- - CGGGTC- - - - - GC-
MOTU69 - - - CGG- - GGAA- - GAGCGCGTTTATCAGCT-TAAGACCAG-T------- CGGGTC- - - - - GC-
MOTU70 C- - CGG- - GAAA- - GAGCGCTTTTATTAGTT- CAAAACCAG-T=--~---- - ccGgGeTCCCCTCGC -

MOTU71 C- - TCACGGGAAA- GAGCGCTTTTATTAGTT- CAAAACCAGTC--GGG--------- - TTTCG-
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MOoTuUO1l - - - - - TCTGCCCGTCCTT->-------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTUO2 - - - - - - - - - TCCGTCCTT--------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTUO3 - - - - - - - GGCCCGTCCTT-=-~-=------ TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MoTUO4 - - - - - - - - - CCCGTCCTT-=-------- TGGTGAC-TCTGGATAACTTTGAGCCGATCGC-ATGG
MOTUOS - - - - - - - GGTCCGTCCTT-=-------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTUO6 - - - - - - GGGTCCGTCGTT--------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTUO7 - - - - - - GGCTTCGGTCCGTC----CTATGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTUO8 - - - - - CTGATCCGTCCTT--------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTUO9 - - - - - - - - GCCCGTCCTT=-"-=--=----- TGGTGAC-TCTGGATAACTTTTTGCCGATCGC-ATGG
MOTU10 - - - - - - - - GCCCGTCCTT--------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTU11 - - - - - - - - GCCCGTCCTT=-"-=--=----- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTU12 - - - - - - - - GCCCGTCCTT--------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTU13 - - - - - GGGGCCCGTCCTT-=-~-=------ TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MoTul4 - - - - - - - GGCCCGTCCTT-=-------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTU15 - - - - - - - GGCCCGTCCTT-=-------- TGGTGAC-TCTGGATAACTTTGAGCCGATCGC-ATGG
MOTU16 - - - - - - - - CCCCGTCCTT=--=------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTU17 - - - - - - CTGCCCGTCCTT=-"-=------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTU18 - - - - - - - - GCCCGTCCTT=--=------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTU19 - - - - - - CTGCCCGTCCTT=-"-=------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTU20 - - - - - - CTGCCCGTCCTT=-»=-~------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTU21 - - - - - - - - - CCCGTCCTT-=-------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MoTu22 - - - - - - CTGCCCGTCCTT=-»=-~------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTU23 - - - - - TCGGCCCGTCCTT-=-------- TGGTGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTU24 - - - - - CGGGG-CGGCGTC---CCCCATTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU25 - - - - - GGCGGGCGGCGTC---CCCCATTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU26 - - - - - GGCGGCGGGCGGCGT-CCCAATTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU27 - - - - - GGCGGCCGGTGTC----CCTTTTGGTGAC-TCTGGATAACCTTGTGCTGATCGC-ATGG
MOTU28 - - - - - GGCGGCCGGTGTC----CCCTTTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU29 - - - - - GGCGTCCCGCGTC----CCCATTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU30 - - - - - GGCGGCCGGCGTC----CCCTTTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU31 - - - - - GGCGGCCGGCGTC----CCCTTTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU32 - ---TTTCGGCTGACGGTCT-CTCCTTTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU33 - - - - - GGGGTGCGGCGTC----CCCACTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU34 - - - - - GGG---CGGCGTC----CCATTTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU35 - - - - - CGGGGC-GGCGTC----CCTTTTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU36 - - - - - TGGCGTCCTCCTACT-=--=---- - GGTGAC-TCTGGATAACTTTGTGCTGATCGC-ACGG
MOTU37 - - - - - TCGCGCGGACCCTCG----TCAGGCGAAC-TCTGGATAACCG-GCCC-GAcCCGCTCCGT
MOTU38 - - - - - GGGGTCGGGCTTCCTCCGTTCAGGCGAAC-TCTGGATAACGA-GCG--GACCGCTACGT
MOTU39 - - - - - GGGGTCGGGCTTCCTCCGTTCAGGCGAAC-TCTGGATAACGA-GCG--GACCGCTACGT
MOTU40 - - - - - GGGCGTCGCCTCACT=- - - - - CCTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ACGG
MOTU41 - - - - - GGGGGGCGCCTTCCA- - - - - CCTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ACGG
MOTU42 - - - - - TGGCGTCCTCCTACT-~-~----- - GGTGAC-TCTGGATAACTTTGTGCTGATCGC-ACGG
MOTU43 - - - - - - CGCGCGGACCCTCG----TCAGGCGAAC-TCTGGATAACCG-GCCC-GACCGCTCCGT
MoTu44 - - - - - TGGCGTCCTCCTACT--~---- - - GGTGAC-TCTGGATAACTTTGTGCTGATCGC-ACGG
MOTU45 - - - - - - - - - - - - GACTTT---------- GATAAC-TCTGGATAACTT-ACCACGATCGCCCGGC
MOTU46 - - - - - GGCAACCGGCGGCGC-TCACATTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU47 - - - - - GGCAACCGGCGGCGC-TCACATTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU48 - - - - - GGCAACCGGCGGCGC-TCACATTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU49 - - - - - GGCAACCGGCGGCGC-TCACATTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU50 - - - - - GGCAACCGGCGGCGC-TCACATTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU51 - - - - - CGGCGC-GGCGTC----CCTTTTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU52 - - - - - GGC---CGGCGTC----CCCACTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU53 - - - - - GGC---CGGCGTC----CCCACTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU54 - - - - - GGC---GGGTGTC----CCATTTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTUS5 - - - - - GGG---CGGCGTC----CCTTTTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU56 - - - - - GGG---CGGCGTC----CCCTATGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU57 - - - - - GGC---CGGCGTC----CCCATTGGTGAC-TCTGGATAACTTTGAGCTGATCGC-ATGG
MOTU58 - - - - - GGC---CGGCGTC----CCCATTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ATGG
MOTU59 AAACTCTCGCCTCGCCGACC-ACGTTTTGATGAC-TCTGGATAACTTTGTGCCGATCGC-ATGG
MOTU60 - - - - - CAAGGTCCG- - - - - - - TCCCTCTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-AGGG
MOoTU61 - - - - - CAAGGTCCG- - - - - - - TCCCTCTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-AGGG
MOTU62 - - - - - CAAGGCCCG- - - - - -~ TCCCTCTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-AGGG
MOTU63 - - - - - CAAGGTCCG- - - - - - - TCCCTCTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-AGGG
MoTue4 - - - - - CAAGGCCCG- - - - - - - TCCGTTTGGTGAC-TCTGGATAACTTTGTGCTGATCGC-ACGG
MOTU65 AAAGTAGCGACGGGGCGAAGCGACAAGTGTTGAAATCCGAATAACT--GTGCCGATCGCGGGGT
MOTU66 - - - - - AAGGCCCGTCCACCT- - -~ - - TTGGTGAC-TCTGGATAACTGT-TGCGGATCGC-ATGG
MOTU67 - - - - - AAGGCTCGTCTCTTT-=------ - GGTGAC-TCTGGATAACTCTA-GCGGATCGC-ACGG
MOTU68 - - - - - AAGGCCCGTCTCTTT->-->----- GGTGAC-TCTGGATAACTCTA-GCGGATCGC-ATGG
MOTU6S - - - - - AAGGCCCGTA-CTTT-------- GGTGAC-TCTGGATAACTGTA-GCGGATCGC-ACGG
MOTU70 - - - - - GGGGCTCGTC-CGTT~--~------ GGTGAC-TCTGGATAACTTTTTGCCGATCGC-ATGG
MOTU71 - - - - - - - - GCCCGTCCTT=--------- TGGTGAC-TCTGGATAACTTTTTGCCGATCGC-ATGG
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CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTTG--AGCCGGCGACGCATCTTTCA-
TTTTA--TACCGGCGACGCATCTTTCA-
GCTCG--TCCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCC--AGCCGGCGACGCATCTTTCA-
CCTTG--AGCCAGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
CCTTG--AGCCGGCGACGCATCTTTCA-
CCTTTCGTGCCGGCGACGCATCTTTCA-
CCTTT-GCGCTGGCGACGCATCTTTCA-
CCTTTTGTGCCGGCGACGCATCTTTCA-
CCCT--GCGCCGGCGACGCATCTTTCA-
CCTTC-GTGCCGGCGACGCATCTTTCA-
CCTTC-GTGCCGGCGACACATCTTTCA-
CCTTC-GTGCCGGCGACGCATCTTTCA-
CCTTC-GCGCCGGCGACGCATCTTTCA-
CCTTT-GCGCCGGCGACGCATCTTTCA-
CCTTTTGCGCCGGCGACGCATCTTTCA-
CCT--CGCGCCGGCGACGCATCTTTCA-
CCCTA-GCGCCGGCGACGCATCTTTCA-
CCTTCG- AGCCGGCGACGCATCTTTCA-
CCCTCGAGGACGGCGGCGCGCCTTTCA-
CCTCCG-GGACGGCGGCGCGCCTTTCA-
CCTTCG- GGACGGCGGCGCGCCTTTCA-
CCTCCG-CGCCGGCGACGCATCTTTCA-
CCTTCG-TGCCGGCGACGCATCTTTCA-
CCTTCG- AGCCGGCGACGCATCTTTCA-
CCCTCG-GGACGGCGGCGCGCCTTTCA-
CCTTCG- AGCCGGCGACGCATCTTTCA-
CTC----GGCCGGCGACGCATCTTTCA-
CCCTG-GTGCCGGCGACGCGTCCGTCA-
CCCTG-GTGCCGGCGACGCATCCGTCA-
CCTTG--TGCCGGCGACGCATCTGTCA-
CCCTG-GTGCCGGCGACGCATCCGTCA-
CCCTG-GTGCCGGCGACGCGTCCGTCA-
CC-TA-GCGCCGGCGACGCATCTATCA-
CCTT--GCGCCGGCGACGCATCTTTCA-
CCTTT-GCGCCGGCGACGCATCTTTCA-
CCCTC-GCGCCGGCGACGCATCTTTCA-
CCT--TGCGCCGGCGACGCATCTTTCA-
CCT--CGCGCCGGCGACGCATCTTTCA-
CCTC--GCGCCGGCGACGCATCTTTCA-
CCTCC-GCGCCGGCGACGCATCTTTCA-
CCTTTTGCGCCGGCGATATATCTTGCA-
CCCTG- GAGCCGGCGACGTATCTTTCA-
CCCTG- GAGCCGGCGACGTATCTTTCA-
CCCTG- GAGCCGGCGACGTATCTTTCA-
CCCTG- GAGCCGGCGACGTATCTTTCA-
CCTCG--AGCCGGCGACGTATCTTTCA-

AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAC-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AGCGTCTGCCCTATCAAA-
AGCGTCCGCCCTATCAAA-
AGCGTCCGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AGCGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGACCCATCAGA-
AATGTCTGCCCTATCAAT -
AATGTCTGCCCTATCAAT-
AATGTCTGCCCTATCAAT-
AATGTCTGCCCTATCAAT-
AATGTCTGCCCTATCAAT-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAA-
AATGTCTGCCCTATCAAC-
AATGTCTGCCCTATCAAC-
AATGTCTGCCCTATCAAC-
AATGTCTGCCCTATCAAC-
AATGTCTGCCCTATCAAC-

CTTTCCGGGCCCCCGACGACTTTGCCATGAAGTGTCTGTCCCATCAAT -
--AATGTCTGCCCTATCAGACTGTCGATGGTAAGT
AGTGTCTGCCCTATCAGACTGTCGATGGTAAGT
AGTGTCTGCCCTATCAGACTGTCGATGGTAAGT
AGTGTCCGCCCTATCAAACTTTCGATGGTATGT
AATGTCTGCCCTATCAAA-TGACGATGGTACGT
AATGTCTGCCCTATCAAA-TGACGATGGTACGT

CCCTG--AGCCGGCGACGCGTCCATCA-
CCTCGA--GCCGGCGACGCATCTATCA-
CCTTGA--GCCGGCGACGCATCTATCA-
CTTCGT--GCCTGCGACGCATCTATCA-
CCTCGA--GCCGGCGACGCATCTTTCA-
CCTCG--AGCCGGCGACGCATCTTTCA-
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ATCTGCCTACCATGTTAGCAACGGGTGGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAACAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAACAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGGTAACAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTTGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTGGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTGGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTAGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTGGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACATGCCTACCGTGTTGGCGACGGGTGACGGGGAATCAGGGTTCGATTCCGG
ATACGCCAACCGTGTTGACGACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACACGCCGACCGTGTTGGCCACGGGTGACGGGGAATCAGGGTTCGATTCCGG
ACACGCCGACCGTGTTGGCCACGGGTGACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCGTGTTGGCGACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCGTGTTGGCGACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACATGCCTACCGTGTTGGCGACGGGTGACGGGGAATCAGGGTTCGATTCCGG
ATACGCCAACCGTGTTGACGACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACATGCCTACCGTGTTGGCGACGGGTGACGGGGAATCAGGGTTCGATTCCGG
ACACGCCTACCATGTCGTCGACGGGTGACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGATTATAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGATTATAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGATTATAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGATTATAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGATTATAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ACATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGTTTGTAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGGTTATAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGGTTATAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGGTTATAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGGTTATAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATATGCCTACCATGGTTATAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ACCTGCCTACCACGGTGTTGACGGGTAACGGGGAATCAGGGTTCGATTCCGG
CTATGCTTACCATGGTGATAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
CTATGCTTACCATGGTGATAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
CTATGCTTACCATGGTGATAACGGGTAACGGGGAATCAGGGTTCGATTCCGG
CTATGCTTACCATGGTGATAACGGGTGACGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTGGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG
ATCTGCCTACCATGTTTGCAACGGGTAGCGGGGAATCAGGGTTCGATTCCGG




